GCCCCAGGGCCTGGAGAGGTCTGAAGAAACCTGGGAaCCAGCAGCCCGGGGCTCCACTCTGGGTTCTaAAAGCCCATTC 7 9 



CCIGCTCTGCGGCTCCTCCCACCCCACCTCTTCTCAGCCITGCAGCTCARGGGTTGATCTCAGGAGTCCAGGACCCAGG 158 

AGAGGGAAGRATCTGAGGAACACAGAACAGTGAGCGTTGCCCACACCCCATCTCCCGTCACCACATCTCCCCTCACCCT 237 

CACCCTCCCTGCCTGGCCCTGGACCCCATCCCAGGACCTCCCTATCAGCTGACTTCTTCCAGTGTCTTGCAGGCCCCTC 316 

TGGGCTCCTCCCTCCCCTGGCTTTTCCTACCACTCCCCCTCTATCGGCGTCTATCTGTAGGTGCCCTGGGATTTATAAA 3 95 

ACTGCGTTCCGAATGCTGAATAAGAGACGGTAAGAGCCAAGGCAAAGGACAGCACTGTTCTCTGCCTGCCTGATACCCT 474 

MAGGAWG 7 

CACCACCTGGGAACATCCCCCAGACACCCTCTTAACTCCGGGACAGAG ATG GCT GGC GGA GCC TGG GGC 543 

RLACYLEFLKK'EELKEFQLL 27 

CGC CTG GCC TGT TAC TTG GAG TTC CTG AAG AAG GAG GAG CTG AAG GAG TTC CAG CTT CTG S03 

LANKAHSRSSSGSTPAQPEK 47 

CTC GCC AAT AAA GCG CAC TCC AGG AGC TCT TCG GGT GAG ACA CCC GCT CAG CCA GAG AAG 663 

TSGMEVASYLVAQYGEQRAW 67 

ACG AGT GGC ATG GAG GTG GCC TCG TAC CTG GTG GCT CAG TAT GGG GAG CAG CGG GCC TGG" 723 

DLALHTWEQMGL.RSLCAQAQ 87 

GAC CTA GCC CTC CAT ACC TGG GAG CAG ATG GGG CTG AGG TCA CTG TGC GCC CAA GCC CAG 783 

EGAGHSPSFPYSPSEPHLGS 107 

GAA GGG GCA GGC CAC TCT CCC TCA TTC CCC TAC AGC CCA AGT GAA CCC CAC CTG GGG TCT 843 

PSQPTSTAVLMPWIHELPAG 127 

CCC AGC CAA CCC ACC TCC ACC GCA GTG CTA ATG CCC TGG ATC CAT GAA TTG CCG GCG GGG 903 



CTQGSERRVLRQLPDTSGRR 147 

TGC ACC CAG GGC TCA GAG AGA AGG GTT TTG AGA CAG CTG CCT GAC ACA TCT GGA CGC CGC 963 

WREISASLLYQALPSSPDHE 167 

TGG AGA GAA ATC TCT GCC TCA CTC CTC TAC CAA GCT CTT CCA AGC TCC CCA GAC CAT GAG 1023 

S PSQESPNAPTSTAVLGSWG 187 

TCT CCA AGC CAG GAG TCA CCC AAC GCC CCC ACA TCC ACA GCA GTG CTG GGG AGC TGG GGA 1083 

S PPQPSLAPREQEAPGTQWP 207 

TCC CCA CCT CAG CCC AGC CTA GCA CCC AGA GAG CAG GAG GCT CCT GGG ACC CAA TGG CCT 1143 

LDETSGIYYTEIREREREKS 227 

CTG GAT GAA ACG TCA GGA ATT TAC TAC ACA GAA ATC AGA GAA AGA GAG AGA GAG AAA TCA 1203 

EKGRPPWAAVVGTPPQAHTS 247 

GAG AAA GGC AGG CCC CCA TGG GCA GCG GTG GTA GGA ACG CCC CCA CAG GCG CAC ACC AGC 1263 

^QPHHHPWEPSVRESLCSTW 267 

CTA CAG CCC CAC CAC CAC CCA TGG GAG CCT TCT GTG AGA GAG AGC CTC TGT TCC ACA TGG 1323 

PWKNEDFNQKFTQLLLLQRP 287 

CCC TGG AAA AAT GAG GAT TTT AAC CAA AAA TTC ACA CAG CTG CTA CTT CTA CAA AGA CCT 1383 

H PRSQDPLVKRSWPDYVEEN 307 

CAC CCC AGA AGC CAA GAT CCC CTG GTC AAG AGA AGC TGG CCT GAT TAT GTG GAG GAG AAT 1443 

RGHLIEIRDLFGPGLDTQEP 327 

CGA GGA CAT TTA ATT GAG ATC AGA GAC TTA TTT GGC CCA GGC CTG GAT ACC CAA GAA CCT IS 03 

R IVI LQGAAG I GKSTLARQV 347 

CGC ATA GTC ATA CTG CAG GGG GCT GCT GGA ATT GGG AAG TCA ACA CTG GCC AGG CAG GTG 1S63 

FIG. 1A 



KEAWGRGQLYGDRFQKVFYF 367 
AAG GAA GCC TGG GGG AGA GGC CAG CTG TAT GGG GAC CGC TTC CAS CAT GTC TTC TAC TTC 1623 

SCRELAQSKVVSLAELIGKD 387 
AGC TGC AGA GAG CTG GCC CAG TCC AAG GTG GTG AGT CTC GCT GAG CTC ATC GGA AAA GAT 1683 

GTATPAP IRQ ILSRPERLLF 407 
GGG ACA GCC ACT CCG GCT CCC ATT AGA CAG ATC CTG TCT AGG CCA GAG CGG CTG CTC TTC 1743 

ILDGVDEPGWVLQEPSSELC 427 
ATC CTC GAT GGT GTA GAT GAG CCA GGA TGG GTC TTG CAG GAG CCG AGT TCT GAG CTC TGT 1803 

LHWSQPQ PADALLGSLIiG KT 447 
CTG CAC TGG AGC CAG CCA CAG CCG GCG GAT GCA CTG CTG GGC AGT TTG CTG GGG AAA ACT 18S3 

ILPEASFLITARTTALQNLI 467 
ATA CTT CCC GAG GCA TCC TTC CTG ATC ACG GCT CGG ACC ACA GCT CTG CAG AAC CTC ATT 1923 

PSLEQARWVEVLGFSESSRK 487 
CCT TCT TTG GAG CAG GCA CGT TGG GTA GAG GTC CTG GGG TTC TCT GAG TCC AGC AGG AAG 1983 

EYFYRYFTDERQAIRAFRLV 507 
GAA TAT TTC TAC AGA TAT TTC ACA GAT GAA AGG CAA GCA ATT AGA GCC TTT AGG TTG GTC 2043 

KSNK2LWALCLVPWVSWLAC S27 
AAA TCA AAC AAA GAG CTC TGG GCC CTG TGT CTT GTG CCC TGG GTG TCC TGG CTG GCC TGC 2103 

TCLMQQMKRKEKLTLTSKTT 547 
ACT TGC CTG ATG CAG CAG ATG AAG CGG AAG GAA AAA CTC ACA CTG ACT TCC AAG ACC ACC 2163 

TTLCLHY LAQALQAQPliG PQ 567 
ACA ACC CTC TGT CTA CAT TAC CTT GCC CAG GCT CTC CAA GCT CAG CCA TTG GGA CCC CAG 2223 

LROLCSLAAEGIWQKKTLFS 587 
CTC AGA GAC CTC TGC TCT CTG GCT GCT GAG GGC ATC TGG CAA AAA AAG ACC CTT TTC AGT 2283 

PDDLRKHGLDGAIISTFLKM 607 
CCA GAT GAC CTC AGG AAG CAT GGG TTA GAT GGG GCC ATC ATC TCC ACC TTC TTG AAG ATG 2343 

GILQEHP I PLSYSFIHLCFQ 627 
GGT ATT CTT CAA GAG CAC CCC ATC CCT CTG AGC TAC AGC TTC ATT CAC CTC TGT TTC CAA 2403 

EFFAAMSYVLEDEKGRGKHS S47 
GAG TTC TTT GCA GCA ATG TCC TAT GTC TTG GAG GAT GAG AAG GGG AGA GGT AAA CAT TCT 2463 

NCIIDLEKTLEAYGIHGLFG 667 
AAT TGC ATC ATA GAT TTG GAA AAG ACG CTA GAA GCA TAT GGA ATA CAT GGC CTG TTT GGG 2523 

ASTTRFLLGLLSDEGEREME 687 
GCA TCA ACC ACA CGT TTC CTA TTG GGC CTG TTA AGT GAT GAG GGG GAG AGA GAG ATG GAG 25 83 

NIFHCRLSQGRNLMQWVPSL 707 
AAC ATC TTT CAC TGC CGG CTG TCT CAG GGG AGG AAC CTG ATG CAG TGG GTC CCG TCC CTG 2643 

QLLtQPHSLESLHCliYETRN 727 
CAG CTG CTG CTG CAG CCA CAC TCT CTG GAG TCC CTC CAC TGC TTG TAC GAG ACT CGG AAC 2703 

KTFLTQVMAHFEEMGMCVET 747 
AAA ACG TTC CTG ACA CAA GTG ATG GCC CAT TTC GAA GAA ATG GGC ATG TGT GTA GAA ACA 2763 

DMELLVCTFCIKFSRHVKKL 767 
GAC ATG GAG CTC TTA GTG TGC ACT TTC TGC ATT AAA TTC AGC CGC CAC GTG AAG AAG CTT 2823 

QLIEGRQHRSTWSPTMVVLF 787 
CAG CTG ATT GAG GGC AGG CAG CAC AGA TCA ACA TGG AGC CCC ACC ATG GTA GTC CTG TTC 2883 

RWVPVTDAYWQILFSVLKVT 307 
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AGG TGG GTC CCA GTC ACA GAT GCC TAT TGG CAG ATT CTC TTC TCC GTC CTC AAG GTC ACC 2943 



RNLKELDLSGN 
AGA AAC CTG AAG GAG CTG GAC CTA AGT GGA AAC 

LCKTLRRPRCL 
CTT TGT AAG ACC CTG AGA CGC CCT CGC TGC CTC 

GLTAEDCKDLA 
GGC CTC ACA GCT GAG GAC TGC AAG GAC CTT GCC 

TELDLSFNVLT 
ACC GAG CTG GAC CTG AGC TTC AAT GTG CTC ACG 

RLRQPSCKLQR 
AGA CTG AGA CAG CCG AGC TGC AAG CTA CAG CGA 

SDCCQDLASVL 
TCT GAC TGC TGC CAG GAC CTG GCC TCT GTG CTT 

DLQQNNLDDVG 
GAC CTG CAG CAG AAC AAC CTG GAT GAC GTT GGC 

H PACKLIRLGL 
CAT CCT GCC TGC AAA CTC ATA CGC CTG GGG CTG 

RQELRALEQEK 
AGG CAG GAA CTG AGG GCC CTG GAG CAG GAG AAA 

KPSVMTPTEGL 
AAA CCA AGT GTG ATG ACC CCT ACT GAG GGC CTG 

SSLKRQRLGSE 
TCC TCA CTC AAG CGG CAG AGA CTC GGA TCA GAG 

MLKLLDVSKIF 
AAT CTC AAA CTC CTG GAC GTG AGC AAG ATC TTC 

SPEVVPVELLC 
TCC CCA GAG GTA GTA CCG GTG GAA CTC TTG TGC 

LHTKPLGTDDD 
CTG CAT ACG AAG CCT TTG GGG ACT GAC GAT GAC 

TEVVDKEKNLY 
ACT GAG GTA GTT GAC AAA GAA AAG AAC TTG TAC 

YRWPNTGLCFV 
TAC CGC TGG CCC AAC ACG GGT CTC TGC TTT GTG 

EFCVWDQFLGE 
GAA TTC TGT GTG TGG GAC CAG TTC CTG GGT GAG 

AGPLLDIKAEP 
GCA GGG CCT CTG CTG GAC ATC AAG GCT GAG CCT 

HFVALQGGHVD 
CAC TTT GTG GCT CTC CAA GGG GGC CAT GTG GAC 

KEEGMLLEKPA 
AAA GAG GAG GGG ATG CTC CTG GAG AAG CCA GCC 

ENPSFSPLGVL 
GAA AAC CCC AGC TTC TCC CCC TTG GGA GTC CTC 

FIPVTSVVLLY 
TTC ATT CCC GTC ACC TCT GTG GTG TTG CTT TAC 



SLSHSAVKS 827 
TCG CTG AGC CAC TCT GCA GTG AAG AGT 3003 

L2TLRLAGC 847 
CTG GAG ACC CTG CGG TTG GCT GGC TGT 3063 

FGLRANQTli 867 
TTT GGG CTG AGA GCC AAC CAG ACC CTG 3123 

DAGAKHLCQ 887 
GAT GCT GGA GCC AAA CAC CTT TGC CAG 3183 

LQLVS CGLT 907 
CTG CAG CTG GTC AGC TGT GGC CTC ACG 3243 

SASPSLKEL 927 
AGT GCC AGC CCC AGC CTG AAG GAG CTA 3303 

VRLLCEGIiR 947 
GTG CGA CTG CTC TGT GAG GGG CTC AGG 3363 

DQTTLSDEM 967 
GAC CAG ACA ACT CTG AGT GAT GAG ATG) 3423 

P Q L L I FSRR 987 
CCT CAG CTG CTC ATC TTC AGC AGA CGG 3483 

DTGEMSNST 1007 
GAT ACG GGA GAG ATG AGT AAT AGC ACA 3543 

RAASHVAQA 1027 
AGG GCG GCT TCC CAT GTT GCT CAG GCT 3603 

PIAEIAEES 1047 
CCA ATT GCT GAG ATT GCA GAG GAA AGC 3663 

VPSPASQGD 1067 
GTG CCT TCT CCT GCC TCT CAA GGG GAC 3723 

FWGPTGPVA 1087 
TTC TGG GGC CCC ACG GGG CCT GTG -GCT 3783 

RVHFPVAGS 1107 
CGA GTT CAC TTC CCT GTA GCT GGC TCC 3843 

MREAVTVEI 1127 
ATG AGA GAA GCG GTG ACC GTT GAG ATT 3903 

INPQHSWMV 1147 
ATC AAC CCA CAG CAC AGC TGG ATG GTG 3963 

GAVEAVHLP 1167 
GGA GCT GTG GAA GCT GTG CAC CTC CCT 4023 

TSLFQMAHF 1187 
ACA TCC CTG TTC CAA ATG GCC CAC TTT 4 083 

RVELHHIVL 1207 
AGG GTG GAG CTG CAT CAC ATA GTT CTG 4143 

LKMIHNALR 1227 
CTG AAA ATG ATC CAT AAT GCC CTG CGC 4203 

HP. VHPEEVT 1247 
CAC CGC GTC CAT CCT GAG GAA GTC ACC 4 263 
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FHLYLIPSDCSIRKELELCY 12S7 
TTC CAC CTC TAC CTG ATC CCA AGT GAC TGC TCC ATT CGG AAG GAA CTG GAG CTC TGC TAT 4323 

RSPGEDQLFSEFYVGHLGSG 1287 
CGA AGC CCT GGA GAA GAC CAG CTG TTC TCG GAG TTC TAC GTT GGC CAC TTG GGA TCA GGG 4383 

IRLQVKDKKDETLVWEALVX 1307 
ATC AGG CTG CAA GTG AAA GAC AAG AAA GAT GAG ACT CTG GTG TGG GAS GCC TTG GTG AAA 4443 

PGDLMPATTLIPPARIAVPS 1327 
CCA GGA GAT CTC ATG CCT GCA ACT ACT CTG ATC CCT CCA GCC CGC ATA GCC GTA CCT TCA 4S03 

PLDAPQLLHFVDQYREQLIA 1347 
CCT CTG GAT GCC CCG CAG TTG CTG CAC TTT GTG GAC CAG TAT CGA GAG CAG CTG ATA GCC 4563 

RVTSVEVVLDKLHGQVLSQE 1367 
CGA GTG ACA TCG GTG GAG GTT GTC TTG GAC AAA CTG CAT GGA CAG GTG CTG AGC CAG GAG 4623 

QYERVLAEHTRPSQMRKLFS 1387 
CAG TAC GAG AGG GTG CTG GCT GAG AAC ACG AGG CCC AGC CAG ATG CGG AAG CTG TTC AGC 4683 

LSQSWDRKCKDGLYQALKE7 1407 
TTG AGC CAG TCC TGG GAC CGG AAG TGC AAA GAT GGA CTC TAC CAA GCC CTG AAG GAG ACC 4743 

HPHLI MELWEKGSKKGLLPL 1427 
CAT CCT CAC CTC ATT ATG GAA CTC TGG GAG AAG GGC AGC AAA AAG GGA CTC CTG CCA CTC 4803 

S S 1430 
AGC AGC TGA 4312 

AGTATCAACACCAGCCCTTGACCCTTGAGTCCTGGCTTTGGCTGACC CTXVTl ' r GGGTCTCA ij ' l ITCrri CTCTGCAAA 4 891 

CAAGTTGCCATCTGGTTTGCCITCCAGCACTAAAGTAATGGAACITTGATGATC 4 970 

GCC^GGGATGCCACAGGGGGCCCCAGTCCAGGTGGCCTAAC»GC^TCT»GGGAATGTCCATCrGGAGCTGGCAAGACC S049 

CCTGCXGACCTCATAGAGCCTCATCTGGTGGCCACAGCAGCCAAGCCTAGAGCCCTCCGGATCCCATCCAGGCGCAAAG 5128 

AGGAATAGGAGGGACATGGAACCATTTGCCTCTGGCTGTGTC^CAGGGTGAGCCCCAAAATTGGGGTTCAGCGTGGGAG 5207 

GCCACGTGGATTCTTGGCTTTGTACAGGAAGATCTACAAGAGCAAGCCAACAGAGTAAAGTGGAAGGAAGTTTATTCAG 5286 

AAAATAAAGGAGTATCACAGCTCTTTTAGAATTTGTCTAGCAGGCTTTCCAGTTTTTACCAGAAAACCCCTATAAATTA 5365 

AAAA TTTT 1 IACTTAAATTTAAGAATTAAAAAAATACAAAAAAGAAAAAATGAAAATAAAGGAATAAGAAGTTACCTAC 5444 

AAAATTTTrTACTTAAATTTAAGAATTAAAAAAATACAAAAAAGAAAAAATG AAAATAAAGGAAT AAGAAGTTACCTAC 5444 
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CTC^TTCTCAA C TTCTTTT'GAAATAATGTICATAGAGAAGGAGGGCTGTCIGAGATrCGRGCSGAAACAAGCTCTgRGSA 79 



CTTCCGGTCGCCATGATGGCTGTGGGCGGTAAACGCGGTTAGTGCAAGCATCTGGGCCATCTTCAATCK3TAAAAAAGAT 158 
ACRGTAAAGACATAAATACCACATTTGACAAATGGAAAAAAAGGAGTGTCCAGAAAAGAGTAGCAGCAGTGAGGAAGAG 237 



CrGCCGAGACGGGTATACAGGGAGCTACCCTGTGTTTCTGAGACCCTTTGTGACATCTCACATTTTTICCAAGAAG 313 

MMRQRQSHYCSVLFLSVNYL 20 

ATG ATG AGA CAG AGG CAG AGC CAT TAT TGT TCC GTS CTG TTC CTG ACT GTC AAC TAT CTG 373 

GGTFPGDICSEENQrVSSYA 40 

GGG GGG ACA TTC CCA GGA GAC ATT TGC TCA GAA GAG AAT CAA ATA GTT TCC TCT TAT GCT 433 

SKVCFEIEEDYKNRQFLGPE SO 

TCT AAA GTC TGT TTT GAG ATC GAA GAA GAT TAT AAA AAT CGT CAG TTT CTG GGG CCT GAA 493 

GNVDVELIDKSTNRYSVWFP 80 

GGA AAT GTG GAT GTT GAG TTG ATT GAT AAG AGC ACA AAC AGA TAC AGC GTT TGG TTC CCC 553 

TAGWYLWSATGLGFLVRDEV 100 

ACT GCT GGC TGG TAT CTG TGG TCA GCC ACA GGC CTC GGC TTC CTG GTA AGG GAT GAG GTC S13 

T V.T I AFGSW S Q H L.ALDLQHH 120 

ACA GTG ACG ATT GCG TTT GGT TCC TGG AGT CAG CAC CTG GCC CTG GAC CTG CAG CAC CAT 673 

EQWLVGGPLFDVTAEPEEAV 140 

GAA CAG TGG CTG GTG GGC GGC CCC TTG TTT GAT GTC ACT GCA GAG CCA GAG GAG GCT GTC 733 

AEIHLPHFISLQGEVDVSWF 160 

GCC GAA ATC CAC CTC CCC CAC TTC ATC TCC CTC CAA GGT GAG GTG GAC GTC TCC TGG TTT 793 

LVAHFXMEGHV LEHPARVEP 180 

CTC GTT GCC CAT TTT AAG AAT GAA GGG ATG GTC CTG GAG CAT CCA GCC CGG GTG GAG CCT 853 

FYAVLESPSFSLMGILLRIA 200 

TTC TAT GCT GTC CTG GAA AGC CCC AGC TTC TCT CTG ATG GGC ATC CTG CTG CGG ATC GCC 913 

SGTRLSIPITSNTLIYYHPH 220 

AGT GGG ACT CGC CTC TCC ATC CCC ATC ACT TCC AAC ACA TTG ATC TAT TAT CAC CCC CAC 973 

p E D I K F H L Y LV P S DALLT K - A 240 

CCC GAA GAT ATT AAG TTC CAC TTG TAC CTT GTC CCC AGC GAC GCC TTG CTA ACA AAG GCG 1033 

I DDEEDRFHGVRLQTSPPME 260 

ATA GAT GAT GAG GAA GAT CGC TTC CAT GGT GTG CGC CTG CAG ACT TCG CCC CCA ATG GAA 1093 

p kNFGSSYIVSNSANLKVMP 280 

CCC CTG AAC TTT GGT TCC AGT TAT ATT GTG TCT AAT TCT GCT AAC CTG AAA GTA ATG CCC 11S3 

KELKLSYRSPGEIQHFSKFY 300 

AAG GAG TTG AAA TTG TCC TAC AGG AGC CCT GGA GAA ATT CAG CAC TTC TCA AAA TTC TAT 1213 

A GQMKEPIQLEITEXRHGTL 320 

GCT GGG CAG ATG AAG GAA CCC ATT CAA CTT GAG ATT ACT GAA AAA AGA CAT GGG ACT TTG 1273 

VWDTEVKPVDLQLVAASAP P 340 

GTG TGG GAT ACT GAG GTG AAG CCA GTG GAT CTC CAG CTT GTA GCT GCA TCA GCC CCT CCT 1333 

p FSGAAFVKENHRQLQARMG 360 

CCT TTC TCA GGT GCA GCC TTT GTG AAG GAG AAC CAC CGG CAA CTC CAA GCC AGG ATG GGG 1393 

OUKGVLDDLQDNEVLTENEK 380 
GAC CTG AAA GGG GTG CTC GAT GAT CTC CAG GAC AAT GAG GTT CTT ACT GAG AAT GAG AAG 1453 

ELVEQEKTRQSKNEALLSMV 400 
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GAG CTG GTG GAG CAG GAA AAG ACA CGG CAG AGC AAG AAT GAG GCC TTG CTG AGC ATG GTG 1S13 

EKKGDLALDVLFRSISERDP 420 
GAG AAG AAA GGG GAC CTG GCC CTG GAC GTG CTC TTC AGA AGC ATT AGT GAA AGG GAC CCT 1S73 



AATGAGTCAGTTAGGTAGTCTGGAAGAGAGAATCCAGCX3TTCTCATTGGAAATGGATAAACAGAAATGTGATCATTGAT IS 88 

TTCAGTGTTCAAGACAGAAGAAGACTGGGTAACATCTATCACACAGGCTTTCAGGACAGAOT 1767 

CTATTGACTGTATCCTCATGCATTTTCCTCAAGAATGTCTGAAGA 1846 

ATTGCTTGATATATCSCTATTTTATCCATTGACATGATTCrroAAGA 1 9 2S 

TATGAAGGATGGGGCCTGGAAAGGCAACTTTTCCTG ATrAATGTGAAAAATAATTCCTATGGACACTCCGTTTGAAGTA 2004 

TttCCrTCrCATAACTAAAAGCAGAAAAGCTAACAAAAGCTTCTCM 2083 



AAAGAGAG»CAAAAATGGGAGAAAATGCAAACATGAGCAGAAAATATTTTCCakCTGGTGTGTAGCCTGCT 2241 

GTTGTrGGGTTAAATGTTCATOTTCAACTCCAAGGAATACT^ 2320 

AAAAGAAAATGAGGGTAATTC^GCT^ATTCTGAGACAGACATTCCTGGC^ 2399 

GACATTTGGATTCTACCIATAGACTCTGTC& TTTT GTAGCCATTTCAGCrGT Cr^ 2478 

TATTTCCATC C T T TTATGTTTAATCT G ITlAAAACAAGTTCCTAGTAGACACCATCr G GTI'GAGTCA Ui ' l ' l rTTTTA TG 2SS7 

GTCTATTTrGAACCC^TTCTGATAGTCrCTTTTAACTGGAAGATTTCAAT^ 2636 

TAGGATTTATCCTCAGTCAGCCAGTTTGTrATOTCTTTTCTATrCTACTGTTATCACATTTOT 271S 

TCTAGGCACTTTATCACCATTTAGATCCTAT^ACCTTTTCrCATCTAGGATATAGTTATCTrCTACATAATCTTTCTGT 2794 

ATCTTAAAACCCATC^TAAATTATTATATATTTTCTACTTTTAATCACTCAGAAGATTTA 2373 

TAATCTGTTATG TTrTT CCAGATATTTACCATTTCTGTTGCT 2 952 

TCCACTTCTTCTGATAGACG IT ' IT I r A GTTCI ' r ' lT AGAGTGGTTCTGATAGGTACAGATTCTCTTA' l ' I^ n £GCT5 >CCT 3 031 

CTGAGGAC^TCTTTTrCTCACCTrCATTCTCAGTGATGTTTTTTGCTTC 3110 

CAGCAGTTTCCTTTr AGCTTCCGTATTTCCTGATGAGAAATCTGCAGTCAT^^ 3189 
TGTCATTTITCTGTCAGATTTCAAGGTATTTATCTTTAGTrTTTAGCCATTTCATTATGTT^ 3268 
TTTATrCCCTTTGGAATTTGCTCCAATTCATAAATTTGCAGTTTTAT 3347 
ATTTCTAAAAATA Cl"r '' riT ATTAGCCTGA TTTT CATCTTTATAGGAAATAGTTTAAGTGATGACAAGTTCCAATAGCTT 3 426 
ATATGCCCAGAAGGCCTTaAAATAAGAATTTTGAAAGAATACAGAAAAaUWCITT^ 2 5 0 S 

CTGTAAAATTCATATGCrTTGCrACTCTAAACCTAGTTTGAAATt^AC^ 3 S 3 4 

TAGTGGAATTCTTTTAAATGGAAACCTCTTACATGTGATTTTCCITGCCATCT 3663 
AATCT^TCAATATTATATl'llGl'l'IlT'I'J'CCTCC^'CTTCTGAGACTC^TATTGTGGAAATGTTAGACl'riTATG'r'rTTC 3 742 
CTAAATGTCCCrGATATTCTACITATTTAGAAC^TCTTTrCAr iTT r I 'CCATTATTCTGATTGGGTAA ITI ' 1 'AATTTGT 3 321 
CTATTTTCAAATTTGCTGGAGTGTTCACCTGTTGTrGTCTGTG 3900 
TGGTCACTGTATGTATCAGTTCTAAAATITCCATTTTGTTCTC^^ 3979 



YLVSYLRQQNL* 
TAC CTC GTG TCC TAT CTT AGA CAG CAG AAT TTG TAA 



432 
1609 



GTATGTTAGGACTTTAACACTTrATCTATGGCIACTGTTATTAGAACAATGTAAATGTATTTGCTC 2162 




TGCAAATGTGTCAGCATTTGCTTGTTTGAGCT 



■CAAGACAGGGTCTCAACTCTGTTACCCA03CTGGAGT 4058 



GCAGTGGTGCGATCTCAGCTCAC7GCAACCTCTGCCTCCTGGTTCAAGCGATTATTGTGCCTCAGCCTCCTGAGTAGCT 4137 

GGGATTACAGGCATGCACCACCACAGCCCAGCTAA TTlTrrGTAT r rrr ^^ 4216 

GGCTGGTTTTGJ^CTCCTGGCCTCAAGTGATCCACCCACCTCAGCCTCCCAAAGTGCTGGGATTACAGGCCACTACACC 4 2 95 

TGGCACATTTGAGTA TTTTTI 1 H 1 H TTTrrrTTTT GRGATGGAGTCTCGCTCTGTCATCTAGGCTGGAGTGCAGTGG 4 374 

TGTGATCTCAGCTCACTGCAGCCTCTGTCTCCCGGGCrTCAAGCGATTCTCTTGCCTCAK 4453 

ACAGGTGCATGCC7U«»CGCCCGGCTAATTTTTTTAAAAA^^ 4532 

GATGGTCTCGATCTCCTGACCTCATGATCCACCCGCCTCGGCCTTCCAAAGTGCTGGGATTACAGGCATGAGCCACCGT 4611 

GCCTGGCCTCATTTGAGTA' IT ' I I 1 1' A TAATGTCT Cl Tl TA AAGTCTTTGTCAGATAATTCCACTGTACATGTTATTCAGT 4690 

GTTTGGTGTCCACTGAGTTGTCATTTX3CCAGACAAGTGGAGATTTTTGCAGCrCATCCTTGTATTCT 47S9 

TATGTACCCTCGACATGTGAATGTTATCTTATGAGACTCTGTTrrATrTGTATCCAACAGAAGATGTTTATTATTTATT 4848 

TGGCTTTCTGTGAACTGAGGTCTTAATATCAGCTC^TTrTAAAAGTCTrTGCAGTGGTAT^ 4 927 

GCCTATGAGATTGGGTGCAGTGTATCCTGTTAGCTCCATTCTCAGGGCGTITGAATGTGAATTAGGACCAGCGCAATGA S00S 

ATGCTCAAGTTGGGtSTrGGGCGTTAGAATTCATAAAAGTCTTTATATGCTCAn S0S9 
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1 CGCGTCCGGCTGCAGCGGGGTGAGCGGCGGC^GCGGCCGGGGATCCTGGAGCCATGQGGC 
GCGC-.GGCCGACGTCGCCCCACTCGCCGCCGTCGCCO^CCCTAGGACCTCGGTACCCCG 

1> M G 



61 GCGCGCGCGACGCCATCCTGGATGCGCTGGAGAi.CCTGACCGCCGrtGGAGCTCAAGAHGT 
CGCGCGCGCTGCGGTAGGACCTACGCGACCTCTTGGACTGGCGGCTC 
3> R A R D A I L DA L ENLTAEEL KK 



121 TCAAGCTGAAGCIGCTGTCGGTGCCGCTGCGCGAGGGCTACGGQ 

AGTTCGACTTCGACGACAGCC^CGGCGACGCGCTCCCGATGCCCGCGTAGGGCGCCCCGC 
23*FKLKLLSVPL REGYGRI PRG 



181 CGC7GCTGTCC\TGGACGCCTTGGACCTCACCGAC^AGCTGGTCA 

GCGACGACAGGTACCTGCGGAi^CCTGGAGTGGCTGTTCGACCAGTCGA^GATGGA^ 
42>A LLSMDALDLTDKLVSFYLE 



241 CCTACGGCGCCGAGCTCACCGCTAACGTGCTGCGCGACATGGGCCTGCAGGAGATGGCCG 
GGATGCCGCGGCTCGAGTGGCGATTGCACGACGCGCTGTACCCGGACGTCCTCTACCGGC 
63 ► T Y GA E L TA NV L R DMGL QEMA 



301 GGCAGCTGCAGGCGGCC^CGC^CC^GGGCTCTGGAGCCGCGCCAGCTGGGATC 

CCGTCGACGTCCGCCGGTGCGTGGTCCCGAGACCTCC<X:GCGGTCGACCCTAGGTCCGGG 
83*GQLQAATHQGSGA-APAGI QA 



361 CTCCTCAGTCGGCAGCCAAGCC?,GGCCTGCACTTTATAGACCAGCACCGGGCTGCGCTTA 
GAGGAGTCAGCCGTCGGTTCGGTGCGGACGTGAAATATCTGGTCGTGGCCCGACGCGAAT 
103>PPQSAAKPGL HF I DQHRAA L 



421 TCGCGAGGGTCACAAACGTTTGAGTGGCTC^TGGATGCTCTG 

AGCGCTCCCAGTGTTTGCAACTCACCGA^ 
123 M A RVTNV EWL L DA LYGKV L T 



481 ATGAGCAGTACCAGGCAGTGCGGGCCGAGCCCACCAACCCAAGCAAGATGCGGAAGCTCT 

TACTCGTCATGGTCCGTCACGCCCGGCTCGGGTGGTTGGGTTCGTTCT 
143>D EQYQAVRA EPTNPSKMRKL 



541 TCAGTTTCACACCAGCCTGGAACTGGACCTGGAAGGACTTGCTCCTC 

AGTCAAAGTGTGGTCGGACCTTGACCTGGACGTTCCTGAACGAGGAGGTCC 
163>F SFTPAWNWTCKDLLLQA L R 



601 AGTCCCAGTCCTACCTGGTGGAGGACCTGGAGCGGAGCTGA-GGCTCCTTCCCAGCAACAC 

TCAGGGTCAGGATGGACCACCTCCTGGACCTCGCCTCGACTC^ 
183 >E SQSYLVEDL ERS 



661 TCCGGTCAGCCCCTGGCAATCCCACCAAATCATCCTGAATCTGATCl'I'i 

AGGCCAGTCGGGGACCGTTAGGGTGGTTTAGTAGGACTrAGACTAGAAAAATATGTC 



721 ATACGAAAAGCCAGCTTGAA 
TATGCTTTTCGGTCGAACTT 
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